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Figure 14 (a) 
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ConsePGIintUNTRRHl 
PGIBo-EM:AF25B277 
PGIBra— EM: AF25B278 
consePGI int UNTBole ra 
consePGIint UNTR2 0 00 
Consensus 



cons e PGI inTUNTDra kka 
consensWesrPGI 
consePGIintUNTR113 
cons ePGI intUNTBrapaA 
ConsePGIintUNTRRHl 
PGIBo-EM:AF258277 
. PGIBra-EM:AF25B278 
consePGI int UNTBol era 
conse PG I in t UNTR2 0 0 0 
Consensus 



451 

AAGTTCGGCA 
AAGTTCGGCA 
AAGTTCGGCA 
AAGTTCGGCA 
AAGTTCGGCA 
AAGTTCGGCA 
AAGTTCGGCA 
AAGTTCGGCA 
AAGTTCGGCA 
AAGTTCGGCA 

501 

TGGAAGGTAC 
TGGAAGGTAC 
TGGAAGGTAC 
TGGAAGGTAC 
TGGAAGGTAC 



Figure 14 (b) 

end of Data Base PGI sequences 500 
TTGATCCGAA CAATGCATTT GCATTTTGGG ACTGGGTTGG 

ttgatccgaa caatgcattt gcattttggg actgggttgg 
ttgatccgaa caatgcattt gcattttggg actgggttgg 
ttgatccgaa caatgcattt gcattttggg actgggttgg 
ttgatccgaa caatgcattt gcattttggg actgggttgg 
ttgatcc 

TTGATCCGAA CAA - . ; .... 

TTGATCCGAA CAATGCATTT GCATTTTGGG ACTGGGTTGG 
TTGATCCGAA CAATGCATTT GCATTTTGGG ACTGGGTTGG 
TTGATCCgaa caatgcattt gcattttggg actgggttgg 

556 

AGTGGTAAGT GCTTGTTTAT TTGGTTGTAT jSjAATTTCTCH 
AGTGGTAAGT GCTTGTTTAT TTGGTTGTAT JSjAATTTCTCg 
AGTGGTAAGT GCTTGTTTAT TTGGTTGTAT TAATTTCTCA 
AGTGGTAAGT GCTTGTTTAT TTGGTTGTAT TAATTTCTCA 
AGTGGTAAGT GCTTGTTTAT TTGGTTGTAT TAATTTCTCA 



TGGAAGGTAC 
TGGAAGGTAC 
tggaaggtac 

551 

tccatStccg 
tccat0tccg 
tccatatccg 
tccatatccg 

TCCATATCCG 



AGTGGTAAGT 
AGTGGTAAGT 
agtggtaagt 



CTTGCTTAGT 
CTTGCTTAGT 
CTTGCTTAGT 
CTTGJCTTAGT 
CTTGCTTAGT 



GCTTGTTTAT TTGGTTGTAT 
GCTTGTTTAT TTGGTTGTAT 
gcttgtttat ttggttgtat 



JGfrATAACTGA AATTCTTTTG 
§T ATAACTGA AATTCTTTTG 
TTATAACTGA AATTCTTTTG 
TTATAACTGA AATTCTTTTG 
TTATAACTGA AATTCTTTTG 



A AATTTCTC G 
R AATTTCTC 3 
JaatttctqT 
8 9 
600 

CAGTTTCXakG 
CAGTTTGCAG 
CAGTTTGCAG 
CAGTTTGCAG 
CAGTTTGCAG 




CTTGCTTAGT 
CTTGCTTAGT 
cttgcttagt 



10 

601 

TGCTGTTGGA 
TGCTGTTGGA 
TGCTGTTGGA 
TGCTGTTGGA 
TGCTGTTGGA 



gTATAACTGA AATTCTTTTG 
G TATAACTGA AATTCTTTTG 
7|tataactga aattcttttg 
11 



GTCTTACCAT 
GTCTTACCAT 
GTCTTACCAT 
GTCTTACCAT 
GTCTTACCAT 



TGTCTCTACA 
TGTCTCTACA 
TGTCTCTACA 
TGTCTCTACA 
TGTCTCTACA 



GTATGGCTTC 
GTATGGCTTC 
GTATGGCTTC 
GTATGGCTTC 
GTATGGCTTC 



CAGTTTGCAG 
CAGTTTGCAG 
cagtttgcag 

650 

TCCGTGGTTG 
TCOSTGGTTG 
TCCGTGGTTG 



consePGIinTUNTDrakka 
consensWesrPGI 
consePGIintUNTR113 
consePGIintUNTBrapaA 
ConsePGIintUNTRRHl 
PGIBo-EM : AF2 58277 
PGIBra-EM:AF258278 
consePGIintUNTBolera 
consePGIintUNTR2000 
Consensus 



TGCTGTTGGA 
TGCTGTTGGA 
tgctgttgga 

651 

AGAAGTACGG 
AGAAGTACGG 
AGAAGTACGG 
AGAAGTACGG 
AGAAGTACGG 



GTCTTACCAT 
GTCTTACCAT 
gtcttaccat 



TACCTTCTAC 
TACCTTCTAC 
TACCTTCTAC 
TACCTTCTAC 
TACCTTCTAC 



TGTCTCTACA 
TGTCTCTACA 
tgtctctaca 



TTTA' 
TTTA' 
TTTATTAGCC 
TTTATTAGCC 
TTTATTAGCC 



GTATGGCTTC 
GTATGGCTTC 
gtatggcttc 



ATCTCATAAA 
ATCTCATAAA 
ATCTCATAAA 
ATCTCATAAA 
ATCTCATAAA 



TC T STGGTTG 
tcjjgtggttg 
12 

700 

ATGTCr3 
AT 

ATGTCTTGGG 
ATGTCTTGGG 
ATGTCTTGGG 



AGAAGTACGG TACCTTCTAC TTTATTAGCC ATCTCATAAA A. 
AGAAGTACGG TACCTTCTAC TTTAT E AGCC ATCTCATAAA ATGT 
agaagtacgg taccttctac tttatQagcc atctcataaa atgtctt 

13 14 
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consePGIinTUNTDrakka 
consensWesrPGI 
con s e PGI in t UNTR1 1 3 
consePGIintUNTBrapaA 
Cons e PGI int UNTRRH 1 
PGIBo-EM : AF25827 7 
PGIBra-EM:AF25827 8 
consePGIintUNTBolera 
consePGIintUNTR2000 
Consensus 



consePGIinTUNTDrakka 
consensWesrPGI 
consePGIintONTR113 
consePGIintUNTBrapaA 
ConsePGI int UNTRRH1 
PGIBo-EM : AF25827 7 
PGIBra-EM : AF25827 8 
consePGIintUNTBolera 
cons e PGI in t ONTR2 000 
Consensus 



Figure 14(c) 

701 750 
CATATTCTTT CTATTTTATT TTCCTCTfflAA TGATTTCTTC iQrTTTTT^ 
CATATTCTTT CTATTTTATT TTCCTCTgAA TGATTTCTTC T@TTTTTT@ 
CATATTCTTT CTATTTTATT TTCCTCTGAA TGATTTCTTC TCTTTTAT. • 
CATATTCTTT CTATTTTATT TTCCTCTGAA TGATTTCTTC TCTTTTAT. . 
CATATTCTTT CTATTTTATT TTCCTCTGAA TGATTTCTTC TCTTTTAT. . 



CATATTCTTT 
CATATTCTTT 
catattcttt 

751 

TGCATTCCCG 
TGCATTCCCG 
TGCATTCCCG 
TGCATTCCCG 
TGCATTCCCG 



CTATTTTATT 
CTATTTTATT 
ctattttatt 



TTTTATTTTC 
TTTTATTTTC 
TTTTATTTTC 
TTTTATTTTC 
TTTTATTTTC 



TTCCTCTT AA 
TCCCTCT I AA 
ttcctctjjaa 
15 

AAAAGTTGTT 
AAAAGTTGTT 
AAAAGTTGTC 
AAAAGTTGTC 
AAAAGTTGTC 



TGATTTCTTC 
TGATTTCTTC 
tgatttcttc 




ACTGTCTCTA 
ACTGTCTCTA 
ACTGTCTCTA 
ACTGTCTCTA 
ACTGTCTCTA 



tttt-q. 

17 
800 

AATCAAGAAG 
AATCAAGAAG 
AATCAAGAAG 
AATCAAGAAG 
AATCAAGAAG 



TGCATTCCCG TTTTATTT.C AAAAGTTGTC CGGCCCCCTA AACCAAGAAG 
TGCATTCCCG TTTTATTTTC AAAAGTTGTT ACTGTCTCTA AATCAAGAAG 
tgcattcccg ttttattttc aaaagttgt. actgtctcta aatcaagaag 



consePGIinTUNTDrakka 
consensWesrPGI 
consePGIintUNTR113 
con se PGI i n t UNTBr apaA 
Cons ePG I in t UNTRRH1 
PGIBo-EM : AF2 58277 
PGIBra-EM: AF258278 
cons e PGI i ntUNTBol e ra 
conse PGI int UNTR2 0 0 0 
Consensus 



consePGIinTUNTDrakka 
consensWesrPGI 
consePGIintUNTR113 
consePGIintUNTBrapaA 
ConsePGI in t UNTRRH1 
PGIBo-EM : AF2 58277 
PGIBra-EM : AF2582 7 8 
cons ePGI int UNTBoler a 
consePGIintUNTR2000 
Consensus 



consePGIinTUNTDrakka 
consensWesrPGI 
conse PGI int UNTR1 1 3 
consePGIintUNTBrapaA 
ConsePGI intUNTRRHl 
PGIBo-EM:AF258277 
PGIBra-EM:AF258278 
consePGIintUNTBolera 
consePGIintUNTR2000 
Consensus 



801 

AAACCTTCTT 
AAACCTTCTT 
AAACCTTCTT 
AAACCTTCTT 
AAACCTTCTT 



AGTAGATCCA QgTGATATTC AGCCTTTTHi 
AGTAGATCCA GyTGATATTC AGCCTTTT@I 
AGTAGATCCA GTTGATATTC AGCCTTTTCT 
AGTAGATCCA G.TGATATTC AGCCTTTTCT 
AGTAGATCCA GTTGATATTC AGCCTTTTCT 



850 

AAATTGGACT 
AAATTGGACT 
AAATTGGACT 
AAATTGGACT - 
AAATTGGACT 



AAACCTTTCT AGGA. . .CCA 
AAACCTTCTT AGTAGATCCA 
aaaccttctt agtagatcca 



851 

GCAGGTTTTT 
GCAGGTTTTT 
GCAGGTTTTT 
GCAGGTTTTT 
GCAGGTTTTT 



AAA . GGGAGC 
AAA.GGGAGC 
AAA. GGGAGC 
AAA.GGGAGC 
AAA.GGGAGC 



GA . . . . CTCC ACCCTTTlQp 

tGATATTC AGCCTTTlQr 
gatattc agccttttQt 
IB 19 

TTCAAGCATT GAtHajGCATT 
TTCAAGCATT GAT@AGCATT 
TTCAAGCATT GATCAGCATT 
TTCAAGCATT GATCAGCATT 
TTCAAGCATT GATCAGCATT 



AAATTGGACT 
AAATTGGACT 
aaattggact 

900 

TCCAGTCCCC 
TCCAGTCCAC 
TCCAGTCC. . 
TCCAGTCC. . 
TCCAGTCCAC 



GCAGGTTTTT 
GCAGGTTTTT 
gcaggttttt 

901 

ACC.GTTTGA 
ACC.GTTTGA 
. CCCGTTTGA 
. CCCGTTTGA 
ACC.GTTTGA 



AAA.GGGGGC 
AAACGGGAGC 
aaa.gggagc 



GAAGAATATA 
GAAGAATATA 
GAAGAATATA 
GAAGAATATA 
GAAGAATATA 



TTCAAGCATT 
TTCAAGCATT 
ttcaagcatt 



CCCGTGAGTT 
CCCGTGAGTT 
CCCGTGAGTT 
CCCGTGAGTT 
CCCGTGAGTT 




GCATTAGTTT 
GCATTAGTT. 
GCATTAGTT . 
GCATTAGTT . 
GCATTAGTT. 



TCCAGTCCAC 
TCCAGTCCAC 
tccagtcc . c 

950 

GTGTGATTAT 
GTGTGATTAT 
. .GTGATTAT 
GTGTGATTAT 
GTGTGATTAT 



ACCCGTTTGA GAAGAATATA CCCGTGAGTT GCATTAGTT. GTGTGATTAT 
ACC.GTTTGA GAAGAATATA CCCGTGAGTT GCATTAGTT. GTGTGATTAT 
acc.gtttga gaagaatata cccgtgagtt gcattagtt. gtgtgattat 
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consePGIinTUNTDrakka 
consensWesrPGI 
consePGIintONTR113 
cons e PGI in t UNTBrapaA 
ConsePGIintUNTRRHl 
PGIBo-EM:AF25B277 
PG IBra- EM : AF2 5 8 2 7 8 
consePGIintUNTBolera 
consePGIintUNTR2000 
Consensus 



consePGIinTUNTDrakka 
consensWesrPGI 
consePGIintUNTR113 
.consePGIintUNTBrapaA 
ConsePGIintUNTRRHl 
PGIBo-EM: AF258277 
PGIBra-EM : AF25827 8 
consePGIintUNTBolera 
cons e PGI intUNTR2 000 
Consensus 



consePGIinTUNTDrakka 
consensWesrPGI 
consePGIintUNTR113 
consePGIintUNTBrapaA 
ConsePGIintUNTRRHl 
PGIBo-EM : AF25B277 
PGIBra-EM : AF25827 8 
consePGIintUNTBolera 
cons ePG lint UNTR2000 



Figure 14(d) 

951 10°° 
ACAGTTTTTC TTGTCTTTTT GCTATGCCCA TCAACACTAG AAGATTCSrG 
ACAGTTTT.C TTGTCTTTT. GCTATGTCCA TCAACACTAG A.GATTCgTG 
ACAGTTTT.C TTGCCTTTTT GCTAT - . AGG GCAAC . CTAG A.GATTCATG 
ACAGTTTT.C TTGTCTTTT. GCTATG.TCA TCAAC . CTAG A.GATTCATG 
ACAGTTTT.C TTGTCTTTTT GCTAT. . -AT GCAACCCTAG . . GATTCATG 



ACAGTTTT.C TTGTCTTTTT GCTAG..TGA TCAAC. CTAG A. GATTCATG 
ACAGTTTT.C TTGTCTTTTT GCTATGTCCA TCAACACTAG A.GATTC5TC 

acagtttt.c ttgtcttttt gctat a tcaac.ctag a.gattcQtg 

21 

1001 1050 
AAGTTATTAG TGTAGCCAAC GCCTAGGGGG AGGTTGGTTG GCTGTTTTGG 

AAGTTATTAG TGTAGTCAAC GCA. . • • • • 

AAGTTATTAG TGTAGTCAAC GCAGAGGAGA G - - TTCACTG ACGG 

AAGTTATTAG TGTAGTCAAC GCAGAGTGAG AGG . TGATTG 

AAGTTATTAG TGTAGTCAAC GCAGAGGAGG AGATGGTT. . 



AAGTTATTAG TGTAGTCAAC GCATAGGAGG AGC . . - 

AAGTTATTAG TGTAGTCAAC GCATAGGGAG AGGTGAT.GG TGACTTTTGG 
aagttattag tgtagtcaac gca.agg.g. .g .......... 

1051 1076 

ACGTTTTCAC GTGCTCCGGG GGGTTTTTGG GGACCAAACC CCCAAC 



acgattt |cag gtgctttagg gttattgi 
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Figure 15 (a) 



51 



100 



EMBH44836anti 
GCP18-5CP418L-Sains 
GCP1 8 -2CP418L-Wes 
GCP18-4CP418L-R2O00 



CP418L 



conse!29bal 



-Drak AAACAAATCA AAATTCTA ftA TTTCTCCA| 



.... . AAAC TATGTA ACAAAAATCA AAATTGTAAA 

AA CCAAAAATCC AAATTGTAAA 

GCPl8-l0129R20-ba2 CAAAATCCA AAATTGTAAA 

Consensus • — 



GCPS18-129Sam-ba2 
GCPR18-3129R2U-ba2 




101 



150 



EMBH44836anti 
GCP1B-5CP418L-Sams 
GCP1 8-2CP41 BL-Wes 
GCP18-4CP418L-R2000 
conse 12 9bal-Drak 
GCPS 1 8 - 1 2 9S am-ba2 
GCPRl8-3129R211-ba2 
GCP18-10129R20-ba2- 
Consensus 



EMBH44836anti 
GCP18 - 5CP4 18L-Sams 
GCP1 8 - 2 CP4 1 8I#- Wes 
GCP1 B - 4 CP4 1 BL-R2 0 00 
cons el 2 9bal -Drak 
GCPS18 - 12 9Sam-ba2 
GCPR1 B - 3 12 9R211 -ba2 
GCP18-10129R20-ba2 
Consensus 



EMBH44836anti 
GCP18-5CP418L-Sams 
GCP1 8-2CP 4 1 8L-Wes 
GCP18-4CP418L-R2000 
consel29bal-Drak 
GCPS18-129Saro-ba2 
GCPRl8-3129R211-ba2 
GCP18-10l29R20-ba2 
Consensus 



EMBH4 4836anti 
GCPl8-5CP418L-Sams 
GCP18-2CP418L-Wes 
GCP18-4CP418L-R2000 
consel29bal-Drak 
GCPS18-129Sam-ba2 
GCPRl8-3129R211-ba2 
GCP18-10129R20-ba2 
Consensus 



jrCACAAGGAC 



AT 

. . . AGG T. AT 

AGG TCAT 

rACAGAATA GAGTTATCAT 



A.CATTTTCT GTAA 
A.CATTTTCT GTAA 
A.CATTTTCT GTAA 
AACATTT CT GTAA 



iC [JTACAGAATA GAGTTATCAT AACATTTTCT G AA 
CTCAAAAA.A GAGGTATCAA* AAC.TTTTCT GT.A 
?aHcGC C.CAAAAA.A AAGGT . . CAA AACTT.TCCG GTAA 



151 



200 



. TATTTCCAT 
.TATTTCCAT 
ATATTTCCAT 
ATATTTC CAT 
ATGTTTCCAT 
ATGTTTCCAT 
ATGTTTCCAT 
ATGTTTCCCT 

201 



CAAAATGA. . .CTAGAGAAC AGCAGTTCTT ATAACATTAT 

CAAAATGA.. .CTAGAGAAC AG. AGTTCTT ATAACATTAT 

CAAAATGA. . .CTAGAGAAC AG. AGTTCTT ATAACATTAT 

CAAAATGA. . .CTAGAGAAC AG. AGTTCTT ATAA CATTAT 

CAAAATGA CTATCGAAC ATAATTAAT ATA.CATTTT 

CAAAATG. CTATCGGAC ATAATTAAT ATAAC.TTCT 

CAAAATG. CTTCGGA.C ATAATTAAT ATAAC.TTCT 

CAAA.TGG CTTCGGA.C ATAATTAAA A. . .CATTCT 

250 



CTGTAAA TG.TTCCAA 
CTGTAAA TG.TTCCAA 
CTGTAAA TG.TTCCAA 
CTGTAAA TG.TTCCAA 



CTG 
CTG 
CTG 



AAAATjftAjTTCC 

aaaatSttcc 

AAA .tEStTCC 



CAAAA CCACT 
CAAAA CCACT 
CAAAA CCACT 
CAAAA CCACT 
~ jCAAAAA 

CAAAA 

CAAAA 



ACATAGCAGAGTTC 
ACATAGCAGAGTTC 
ACATAGCAGAGTTC 
ACATAGCAGAGTTC 



.CAT 

acatt" 

ACAT 



rrc 
rrc 
rrc 



. TTAT AACAT 
ATTATAACAT 
. TTAT AACAT 
.TTAT AACAT 

TTft| 

T./W 

T.Ap 




251 



TGTCTGT.AA ATGTCCAATC AAAACCACTA 
TGTCTGT.AA ATGTCCAATC AAAACCACTA 
TGTCTGT.AA ATGTCCAATC AAAACCACTA 
TGTCTGT.AA ATGTCCAATC AAAACCACTA 



TGT TTC. 



TGT TTC. 
TGT TTC. 



CAGAACAAAG 
CAGAACAAAG 
CAGAACAAAG 
CAGAACAAAG 
CA 



300 

. . .CTATACC 
CTCCTATAAC 
CTCCTATAAC 
CTCCTATAAC 
CTCCTATAAC 



tttctgt.aa tgtttccatc aaaatgacta tcgaacataa 




EMBH4 4836anti 
GCP18-5CP41BL-Sams 
GCP1B-2CP418L-Wes 
GCP18-4CP418L-R2000 
consel29bal-Drak 
GCPS18-129Sam-ba2 
GCPRl8-3129R211-ba2 
GCPl8-lO129R20-ba2 
Consensus 



301 

A TTGTTT 
A TTGTTT 
A TTGTTT 
A TTGTTT 
A. TGTTT 



ATACAAAGTT 
ATACAAGTTT 
ATACAAAGTT 
ATACAAGTTT 
ATACAAAGTT 




TCACT AAAT 
.CACT AAAT 
TCACT AAAT 
.CACT AAAT 
TCACT AAAT 
TCACTTAAAT 
TCACT. AAAT 
TC.CT.AAAT 



CTACAAACTT 
CTACAAACTT 
CTACAAACTT 
CTACAAACTT 
CTACAAACTT 
CTACAAACTT 
CTACAAACTT 
CTTCAAACTT 



350 
CCCCCGTAAA 
TCCCCGTAAA 
TCCCCGTAAA 
TCCCCGTAAA 
T CCCCGTA AA 

T d -" 

TC 

T C| 
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EMBH44836anti 
GCP1B-5CP418L-Sams 
GCP18-2CP4l8L-Wes 
GCP18-4CP418L-R2000 
consel29bal-Drak 
GCPS18-129Sam-ba2 
GCPRl8-3l29R211-ba2 
GCPl8-10129R20-ba2 
Consensus 

EMBH44836anti 
GCP18-5CP418L-Sams 
GCP1B-2CP418L-Wes 
GCP18-4CP418L-R2OO0 
conse!29bal-Drak 
GCPSl8-129Sam-ba2 
GCPRl8-3129R211-ba2 
GCP18-10129R20-ba2 
Consensus 

EMBH44836anti 
GCPl8-5CP418L-Saias 
GCPl8-2CP418L-Wes 
GCP18-4CP418L-R2000 
consel29bal-Drak 
GCPS 1 8 - 12 9Saxn-ba2 
GCPR18-3129R211-ba2 
GCP18-10l29R20-ba2 
Consensus 



EMBH44836anti 
GCP1 8 - 5CP4 1 Bli-Sams 
GCP18-2CP41BL-Wes 
GCP1B-4CP418L-R2000 
consel29bal-Drak 
GCPSlB^129Sam-ba2 
GCPRl8-3129R211-ba2 
GCPl8-l0129R20-ba2 
Consensus 



EMBH4 4 836anti 
GCP1 8-5CP4 1 8L-Sams 
GCP1 8 - 2CP4 1 BL-We 3 
GCP18-4CP418L-R2000 
conse 12 9bal-Dra k 
GCPSlB-129Sam-ba2 
GCPRl8-3129R211-ba2 
GCPl8-10l29R20-ba2 
Consensus 



EMBH44836anti 
GCPl8-5CP41BL-Sams 
GCPl8-2CP418L-Wes 
GCP18-4CP418L-R2000 
conse 129bal-Drak 
GCPSl8-129Sam-ba2 
GCPRl8-3129R211-ba2 
GCPl8-lO129R20-ba2 
Consensus 
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Figure 15 (b) 



351 

TGAGCTTAAT 
TGAGCTTAAT 
TGAGCTTAAT 
TGAGCTTAAT 
TGAGCTTAAT 

k T 




ATCACCCAA. 
ATCACCCAAA 
ATCACCCAAA 
ATCACCCAAA 
ATCACCCAAA 




GATGTTTCA 
GATGTTTCA 
GATGTTTCA 
GATGTTTCA 
GATGTTTCA 
G.T 
G.T 
G.T 



ATCAGAT AAA 
ATCAGAT AAA 
ATCAGAT AAA 
ATCAGAT AAA 
ATCAGAT AAA 



325S5E 



400 

GAGTAACGAC 
GAGTAACGAC 
GAGTAACGAC 
GAGTAACGAC 

gagta . cgac 
gaT 




401 



ATCGTTTTGA 


GATTAGAACA 


AA 


ATCGTTTTGA 


GATTAGAACA 


AA 


ATCGTTTTGA 


GATTAGAACA 


AA 


ATCGTTTTGA 


GATTAGAACA 


AA 


ATCGTTTTGA GATTAGAACA 


AA 




GjAGC 


AA 
AA 

A. 











431 

CTGAAACTTA 
CTGAAACTTA 
CTGAAACTTA 
CTGAAACTTA 
CTGAAACTTA 
ZTtA 



480 




461 

TAGCTCTCTC 
TAGCTCTCTC 
TAGCTCTCTC 
TAGCTCTCTC 
TAGCTCTCTC 
TAGCTCTCTC 
TAGCTCTCTC 
TAGCTCTCTC 
tagctctctc 

531 

GACGAAACTT 
GACGAAACTT 
GACGAAACTT 
GACGAAACTT 
GACGAAACTT 
GACGAAACTT 
GACGAAACTT 
GACGAAACTT 
gacgaaactt 

581 

GGATCCGAAT 
GGATCCGAAT 
GGATCCGAAT 
GGATCCGAAT 
GGATCCGAAT 
GGATCCGAAT 
GGATCCGAAT 
GGATCCGAAT 
ggatccgaat 



CGTAGAGTGA TTTGAGGAGT AGGCTCGTTG CCAGCAGAGC 
CGTAGAGTGA TTTGAGGAGT AGGCTCGTTG CCAGCAGAGC 
CGTAGAGTGA TTTGAGGAGT AGGCTCGTTG CCAGCAGAG. 
CGTAGAGTGA TTTGAGGAGT AGGCTCGTTG CCAGCAGAGC 
CGTAGAGTGA TTTGAGGAGT AGGCTCGTTG CCAGCAGtfVGC 

§ AGAGTGA tBtGAGGAGT AGGCTCGTTG CCAG^GAGC 
AGAGTGA TgrGAGGAGT AGGCTCGTTG CCAGCAGAGC 
AGAGTGA TTTGAGGAGT AGGCTCGTTG 
c . tagagtga t . tgaggagt aggctcgttg ccagc . gage 

530 

AGACAACCGT 
AGACAACCGT 
AGACAACCGT 
AGACAACCGT 
AGACAACCGT 
AGACAACCGT 
AGACAACCGT 
AGACA.CCGT 
agacaaccgt 



CTCCGCCTCA 
CTCCGCCTCA 
CTCCGCCTCA 
CTCCGCCTCA 
CTCCGCCTCA 
CTCC.CCTCA 
CTCCGCCTCA 
CTCCGCCTCA 
ctccgcctca 



TGAAGCATCT 
TGAAGCATCT 
TGAAGCATCT 
TGAAGCATCT 
TGAAGCATCT 
TGAAGCATCT 
TGAAGCATCT 
TGAAGCATCT 
tgaagcatct 



GTTGCACCTG 
GTTGCACCTG 
GTTGCACCTG 
GTTGCACCTG 
GTTGCACCTG 




TCCGATCACC 
TCCGATCACC 
TCCGATCACC 
TCCGATCACC 
TCCGATCACC 
TCCGATCACC 
TCCGATCACC 
TCCGATCCCC 
tccgatcacc 



CGGGAACTGG 
CGGGAACTGG 
CGGGAACTGG 
CGGGAACTG. 
CGGGAACTGG 
CGGGAACTGG 
CGG.AACTGG 
CGGGAACTGG 
egggaactgg 



GCCACCAGAA 
GCCACCAGAA 
GCCACCAGAA 
GCCACCAGAA 
GCC.CCAGAA 
GCCACCAGAA 
GCCACCAGAA 
GCC.CCAGAA 
gccaccagaa 



AGTGAACCCG 
AGTGAACCCG 
AGTGAACCCG 
AGTGAACCCG 
AGTGAACCCG 
AGTGAA< 
AGTGAA( 



TTCGACGCCG 
TTCGACGCCG 
TTCGACGCCG 
TTCGACGCCG 
TTCGACGCCG 
TTCGACGCCG 
TTCGACGCCG 
TTCGACGCCG 
ttcgacgccg 




agtgaacc 



AGCGATCCCG 
AGCGATCCCG 
AGCGATCCCG 
AGCGATCCCG 
AGCGATCCCG 
AGCGATCCCG 
AGCGATCCCG 
AGCGATCCCG 
agcgatcccg 



5B0 

CGCATCGGAA 
CGCATCGGAA 
CGCATCGGAA 
CGCATCGGAA 
CGCATCGGAA 
CGCATCGGAA 
CGCATCGGAA 
CGCATCGGAA 

cgcatcggaa 
630 

GGAGTGCGAC 
GGAGTGCGAC 
GGAGTGCGAC 
GGAGTGCGAC 
GGAGTGCGAC 
GGAGTGCGAC 
GGAGTGCGAC 
GGAGTGCGAC 
ggagtgcgac 
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Figure 15 (c) 



EMBH44836anti 
GCP18-5CP418L-Sams 
GCPl8-2CP418L-Wes 
GCP18-4CP4 18L-R2000 
consel2 9bal-Dra Jc 
GCPS18-129Sam-ba2 
GCPR18-3l29R211-ba2 
GCPl8-10129R20-ba2 
Consensus 



EMBH 4 4 8 3 6ant± 
GCP18-5CP418L-Sams 
GCP18-2CP418L-Wes 
GCP18-4CP416L-R2O0O 
consel2 9bal-Drak 
GCPSl8-129Sam-ba2 
GCPR16-3129R211-ba2 
GCP18-10129R20-ba2 
Consensus 



EMBH4 4836anti 
GCPl8-5CP41BL-Sams 
GCP18-2CP418L-Wes 
GCP1B-4CP418L-R2O0O 
consel29bal-Drak 
GCPS 18-12 9Sam-ba2 
GCPR18-3129R211-ba2 
GCPl8-10129R20-ba2 
Consensus 



EMBH44836anti 
GCP1B -5CP4 18L-Sams 
GCP1B-2CP418L-Wes 
GCP1B-4CP418L-R2000 
consel29bal-Drak 




gaaaagagag 
gaaaagagag 
gaaaagagag 
gaaaagagag 
gaaaagagag 
a)aaaagagag 

S|aAAAGAGAG 
S)aAAAGAGAG 
. aaaagagag 



TGGCACGATT 
TGGCACGATT 
TGGCACGATT 
TGGCACGATT 
TGGCACGATT 
TGGCACGATT 
TGGCACGATT 
TGGCACGATT 
tggcacgatt 



631 

GGAGCGATGG 
GGAGCGATGG 
GGAGCGATGG 
GGAGCGATGG 
GGAGCGATGG 
GGAGCl 
GGAGd 
GGAGCl 
ggagcg.tgg 

691 

AGAGGGTGGT 
AGAGGGTGGT 
AGAGGGTGGT 
AGAGGGTGGT 
AGAGGGTGGT 
AGAGGGTGGT 
AGAGG.TGGT 
AGAGGGTGGT 
agagggtggt 

741 

TGCCGCCATT 
TGCCGCCATT 
TGCCGCCATT 
TGCCGCCATT 
TGCCGCCATT 
TGCCGCCATT 
TGCCGCC. ... 
TGCC. .CAT, 
tgccgccat. 

791 

frCAATGAACj A GTGACACGAC GAAATGC 

TCAATGAAAC AGAAT. . . TC CGGG 

CCAATGAACA AGATTATTTC CGATG . . 



TCGACGAAGA 
TCGACGAAGA 
TCGACGAAGA 
TCGACGAAGA 
TCGACGAA . A 
TCGACGAAGA 
TCGACGAAGA 
TCG.CGAAGA 
tcgacgaaga 



GGATAAACTC 
GGATAAACTC 
GGATAAACTC 
GGATAAACTC 
GGATAAACTC 
GGATAAACTC 
GGATAAACTC 
GGATAAACTC 
ggataaactc 



GCGTATGATC 
GCGTATGATC 
GCGTATGATC 
GCGTATGATC 
GCGTATGATC 
GCGTATGATC 
GCGTATGATC 
GCGTATGATC 
gcgtatgatc 



AAGTTCGTCA 
AAGTTCGTCA 
AAGTTCGTCA 
AAGTTCGTCA 
AAGTTCGTCA 
AAGTTCGTCA 
AAGTTCGTCA 
AAGTTCGTCA 
aagttcgtca 



690 

GTGGAAGAGG 
GTGGAAGAGG 
GTGGAAGAGG 
GTGGAAGAGG 
GTGGAAGAGG 
GTGGAAGAGG 
GAGGAAGAGG 
GjAjGGAAGAGG 
g.ggaagagg 

740 

TCGTCCTGAT 
TCGTCCTGAT 
TCGTCCTGAT 
TCGTCCTGAT. 
TCGTCCTGAT 
TCGTCCTGAT 
TCGTCCTGAA 
TCGTCCTGAA 
tcgtcctga . 



TTTTTTGTCA GGGCGCTCTG 
TTTTTTGTCA GGGCGCTCTG 
TTTTTTGTCA GGGCGCTCTG 
TTTTTTGTCA GGGCGCTCTG 
TTTTTTGTCA GGGCGCTCTG 
CTTGTTCAC. . GGCGCTCTG 



pSG129antiD 79 0 
TGGCTT ^GAA GTTTCCGAT(j 
TGGCTTAGAA GTTTCCGATG 
TGGCTTAGAA GTTTCCGATG 
TGGCTTAGAA GTTTCCGTG . 
.GGCTTAGAA GTTTCCGA. . 
GGT 



CTTGAGCTC. . GG . GCGCGG GCTCACAA. 
. tt.....c. ..gg.gc.c.g .. ..... 



600 



21/25 



WO 2005/002324 



PCT/IB2004/002491 



r 



o 

(9 

u 
e 

O. 



e 
o 
u 

E 
g 



u wo} G>— *» 



§ 

a 

a 
c 

B 

C 

c 
c 
c 
e 
c 



a 

S 

c 
a 

c 

e 

s 

c 

s 

u 



H3NJJH3 a 

fl*H«ifl. 06. C 
OLD 

coos a) o v a 
LLm cite 




s & 

i a 

& s 

t.g 

5 



o e 
o o 
o c 

1 1 



D >- 

c c 
c c 



i 

u 

g 



O 



U 

o 

a 
s 
u 
o 

It 



8 s 
p p 



C £ tit 0-4 6. 

■".no 
* ac 



OilHJHOH I 

a. e * coo. a a 

«Hv4«4&. OCL C 
tHMHH PLI 

• LCiSLHO 
B( { OLD LU 

ctscna 

H H C 0 
OLU-t • 

caktt.fi 

(L C 



8 I 



H3UJJH3 ■ 

o*)W-;hom 9 
& e »:oo.o • 

flHrMO. C6. C 
(LHWHH 0 L 0 

oooc j a e o 
lcl-10. c c c c 
ac:a l«< o 

OCCSLCLU 
C C UCHfi, 
(H0-<(0 
0 L L L-C • 

c au a t o 



8 1 i 8 1 



OJ*(*)MOM 9 

a. e • coco o 

Q.HMmH B L 0 

eenSiio e ■ 
ui: c c c c 

ttl l OHO 
CDCtCLOLU 
CCttCHa 

ALLLH * 

' ac 



OJHJHOH i 

a. e »coa.o • 

OHHHO. 96, C 
0.HNHH (IB 

coaou o o ■ 
LB.") a. CQCC 
• L E L C LH 0 
IB 0 C P L D LU 
CCDCDH& 

OLtH • 
Cfl.Ct.LO 

8 5 *e 



C*>H JHOI- _ 

fl. Z • COCO a 
00. C 
&H01H-* 0 L B 

eeeiSiio c a 
icnac a £ c 



HtL- 
CBW&Lfi 



B> c *cos.o i 
o«4«4««e. ca c 

1HW«H 6 L fl 



0 X 

0 c 



corns *t 6 o ■ 
Lens, cecc 

• LCLPHO 
OOCCLCLU 
CCVt AH A. 
H (n I 0 

item • 

C fl.Wfl.LO 

8 5 *g 



WDWJJK3 I 
CJHJHOM 9 

0. C ICOB.B • 

C fl, 



Bt£l 



* JSC o . 
OMfl-H C 0 

5 *l 



S 

0 



22/25 



WO 2005/002324 



PCT/IB2004/002491 




a 



6. c i coco d 
cmw-.l etc 

D.H«JK«4 no 

eoDOi) oca 
tant cote 

O0C8LBLU 

c t bs o^a 

H 0"* £ 0 
OLLLH 

c a«- D.tc 
o - 

0 



•tr l •who 



L L LH • 
a«- 0. LCD 

i 1 




e. c ':ctoo 
e-HH-tft; jo. c 
cHcan-H o j. o 
«o0ei) 5 2 8 
L&ia. s p c g 



8 5 




a. c * ce&o » 
«-m«to. etc 

tHN^H GLO 
OOB3 tl O 0 ■ 

umccce 

• LCLR t-HO 
DCCCLO LU 

ccetHfi. 

CHOHCO 



o J 



s 



u 

g 

5 

u 

& 



<r 
u 
c 



g 

e 



§ 

u 

& 



i 

5 

U 

e 

0 



i 10 



tHWHH 0 L t 
COOOdDIS 

a sen otu 
e c «c oh a 

e o>u tLo 

0 £ LC 
0 *) o 
c ■ 



wag* ft i 

... t . 



8 5 '1 



! 



23/25 



WO 2005/002324 



PCT/JB2004/002491 



o 

IS 



tS to 

9 lJ 



s 



CO 

O 
O 

O. 



O 

< 



c 

s 

> 
o 



•a 

g. 

ON 



o 
U 
< 



O -13 t3 



is ta eo o es es es oc o — tstotsca o — h— ^— ea « 






53 s3 s 

g 

<=> cs m 0 

£ i^S 

NHCC 0 


to 


I! 8 

1 



24/25 



WO 2005/002324 



PCT/IB2004/002491 



o 



o 
o 
o 



o 

Si s u 



■CJ 

CO 



w p). S O ^ Co 



M 

PO. 



U 
S3 



i 

8 



i 



u a q* 

SS5 

►—►—--> 
in a w 
arc o 

C9 CJ9 OS 

oe » • 

EES 

tec o 

OO M 

pa e5 



PI 
MM s o 

trc in 

CCD CVJ 
« S 

a= a: « 
tsu b* cvj 

s 

H- A> _ 

||| I 

Sail 
111 
S§ s § 



££3 



5555 s 



ffitCCSC 

xegg 



«51 



i 

^ <=> CJ 



3 



S3 



s 
s 



s 

5 



I 



s 



4 



5 



3 



si 



~* «H =» e» 

si 



£3 



s 



I 
. I 

33^ S 

OCBD O 

S=s i 

II 

tr 

■s 



132 




25/25 



This Page is Inserted by IFW Indexing and Scanning 
Operations and is not part of the Official Record 

BEST AVAILABLE IMAGES 

Defective images within this document are accurate representations of the original 
documents submitted by the applicant. 

Defects in the images include but are not limited to the items checked: 

□ BLACK BORDERS 

□ IMAGE CUT OFF AT TOP, BOTTOM OR SIDES 

□ FADED TEXT OR DRAWING 

□ BLURRED OR ILLEGIBLE TEXT OR DRAWING 

□ SKEWED/SLANTED IMAGES 

^SLCOLOR OR BLACK AND WHITE PHOTOGRAPHS 

□ GRAY SCALE DOCUMENTS 

□ LINES OR MARKS ON ORIGINAL DOCUMENT 

□ REFERENCE(S) OR EXHIBIT(S) SUBMITTED ARE POOR QUALITY 

□ OTHER: 

IMAGES ARE BEST AVAILABLE COPY. 
As rescanning these documents will not correct the image 
problems checked, please do not report these problems to 
the IFW Image Problem Mailbox. 



